
−2.93

−0.62

1.69

3.99
transcription factor complex

G
S

Z
mBL
intermediate
non−mBL

ARNT2
JUN
JUN
JUN

SOX9
SOX9

ZFHX3
TCF7
TCF7
KLF4
KLF4

SMAD7
CEBPA
GATA3

ATF5
ATF5
TCF4
TCF4
TCF4
TCF4

NR4A3
RBL2

TRPS1
PBX2
KAT5
TP63
E2F4

SMAD3
SMAD3

SUB1
CLOCK
LIMD1

ARNTL
ARNTL
HNF1B

POU3F1
POU3F1
HOXA10
HOXA10

TP63
TP63

CREM
CREM
LMO2

AHR
ARNTL2

FOS
LEF1
LEF1

SMAD1
SATB2

E2F5
E2F8

TFDP1
E2F2
TCF3
TCF3
TCF3
TCF3

NFATC4
TFDP2
TFDP2
HDAC9
TEAD4
TEAD4
PITX1
PITX1

MEF2B
RB1

HMGA1
CDK2

SMAD3
MEF2A

ZEB1
EPAS1

ETS1
NKX2−1

BEX1
LDB2
PBX1
ZEB1

SMAD5
SMAD5

LEF1
LMO4
LMO4
E2F1
TCF3

−1.8 2.6∆ e



−6

−4

−2

0

2

4

6

transcription factor complex
G

S
Z

on
−
off

# features = 280

1

8



m
B

L

in
te

rm
ed

ia
te

no
n−

m
B

L

−5

0

5

transcription factor complex
G

S
Z


